Introduction
Genes and Immunity has previously published a systematic review of cytokine gene polymorphism in human disease. 1 The purpose of the present supplement is to update the entries for cytokine gene polymorphisms, in vitro expression studies, and in vivo disease association studies. Tabulated data from the original review and this supplement are reproduced in tandem as online databases, available in the public domain on the Genes and Immunity application web site, http://www. pam.bris.ac.uk/services/GAI/cytokine4.htm. The web site version of the databases contains a complete, amalgamated version of the tabulated data from the original review and the present supplement. This supplement contains only information on new or amended entries.
The web pages have been completely revised and contain the following new features:
• A permanent navigation bar providing instant access to all pages.
• Reference links: clicking on individual references now displays full details of authors, Journal and, where issued by MEDLINE, the abstract from the manuscript ( Figure 1 ).
• Nucleotide sequence alignment links: clicking on relevant buttons in the 'Gene' column on the 'List of Polymorphisms' page will display a preview of downloadable MACAW files, enable downloading of the MACAW raw data files, or display an ASCII (DOS) annotated text version of the MACAW file ( Figure 2 ). For details on using MACAW alignment files, see Bidwell et al 2 , visit the web site, http://www.pam.bris.ac.uk/services/cytokine2.htm, and see the 'File Downloads' page, http:// www.pam.bris.ac.uk/services/GAI/cytokine4.htm • Updated cytokine web links.
We are aware that certain entries are absent from the present version of the Tables. Since we use Medline as a primary data source, it is not possible to include entries which have not yet appeared on Medline. Further, we have set a requirement to issue our interpreted conclusions from each manuscript. Where these manuscripts are difficult to obtain there will be an inevitable time lag between appearance on Medline and entry into the Tables. Nevertheless, to assist in dissemination of awareness about such manuscripts, we have included as many as possible in the 'Stop Press' page on the new web site. As more complete information comes to hand, these entries will be transferred to the main Tables.
Because of the rapidly growing number of entries in the 'disease association' Tables, these have been divided into two pages on the web site, those associated with TNF␣ and/or LT␣ polymorphisms, and others. 
Gene
Polymorphism Reference
additional Gln residue, position 98 10 
